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MYCN amplification is an indicator of neuroblastoma aggressiveness. It is used internationally for stratifying patients for therapy. In a monocentric study, we have previously shown that high levels of MYCN DNA sequences could be detected by PCR in the peripheral blood of patients with MYCN-amplified neuroblastomas. Furthermore, we showed that the release of MYCN sequences in the peripheral blood is an early process of disease progression. As a consequence, circulating MYCN DNA is a valuable prognostic marker able to predict relapse in neuroblastoma patients (Cancer Research 2002). To confirm the pertinence of this assay of circulating MYCN DNA detection, the present investigation examined, in a blind analysis, the MYCN DNA sequences detected in the sera obtained at diagnosis from 48 patients newly diagnosed with neuroblastoma in different centres (29 French and 19 Spanish patients) and compared with results obtained in tumour cells. A 96% correlation was observed between sera and malignant cells. As the determination of MYCN amplification is crucial for clinical decision in many therapeutic protocols, we propose the use of this new non-invasive assay to evaluate MYCN DNA sequences, in particular when malignant cells are not available for molecular analysis.
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